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FIGURE 1 



TCGGCCGAGATGTCTCGCTCCGTGGCCTTAGCTGTGCTCGCGCTACTCTCTCTTTCTGGC 

CTGGAGGCTATCCAGCGTACTCCAAAGATTCAG 

GGAAAGTC^^TTTCCTGA&TTGCTATGTGTCTGGGTC 

GACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGC 

AAGGACTGGTCTTTCTATCTCTTGTACTACACTGAATTCACCCCCACTGAAAAAGATGAG 

TATGCCTGCCGTGTGAACCATGTGACTTTGTCACAGCCCAAGATAGTTAAGTGGGATCGA 

GACATGT^AGC^GCATCATGGAGGTTTGAAGATGCCGGATTTGGATTG 

ATTCTGCTTGCTTGCTTTTTAATATTGATATGCTTATACACTTAC^CTTTATGCACAAAA 

TGTAGGGTTATAATAATGTTAACATGGACATGATCTTCTTTATAATTCTACTTTGAGTGC 

TGTCTCCATGTTTGATGTATCTGAGCAGGTTGCTCCACAGGTAGCTCTAGGAGGGCTGGC 

AACTTAGAGGTGGGGAGCAGAGAATTCTCTTATCCAACATCAACATCTTGGTCAGATTTG 

AACTCTTCAATCTCTTGCACTCAAAGCTTGTTAAGATAGTTAAGCGTGCATAAGTTAAC 

TCCAATTTACATACTCTGCTTAGAATTTGGGGGAAAATTTAGAAATATAATTGACAGGAT 

TATTGGAAATTTGTTATAATGAATGAAACATTTTGTCATATAAGATTCATATTTACTTCT 

TATACATTTGATAAAGTAAGGCATGGTTGTGGTTAATCTGGTTTATTTTTGTTCCACAAG 

TTAAATAAATCATAAAACTTGAAAAAAAAAAAAAAAAAA 
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FIGURE 2 

MW: 13715, pi: 6.44, NX(S/T): 0 
MSRSVAIiAVLALLSLSGLEAIQRTPKIQVY 

KNGERIEKVEHSDLSFSKDWSFYLLYYTEFTPTEKDEYACRVNHVTLSQPKIVKWDRDM 

Signal sequence 
1-20 

Transmembrane domain 
None 

Immunoglobulins and major histocompatibility complex proteins signature. 
98-104 

Immunoglobulin domain 
38-102 
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FIGURE 3 

CGGGCGCAGAAGCCCCTCCTCGGCGTCCTGGTCCCGGCCGTGCCCGCGGTGTCCCGGGAG 
GAAGGGGCGGGCCGGGGGTCGGGAGGAGTCACGTGCCCCCTCCCGCCCCAGGTCGTCCTC 
TCAGCATGGGGGTCCCGCGGCCTCAGCCCTGGGCGCTGGGGCTCCTGCTCTTTCTCCTTC 
CTGGGAGCCTGGGCGCAGAAAGCCACCTCTCCCTCCTGTACCACCTTACCGCGGTGTCCT 
CGCCTGCCCCGGGGACTCCTGCCTTCTGGGTGTCCGGCTGGCTGGGCCCGCAGCAGTACC 
TGAGCTACAATAGCCTGCGGGGCGAGGCGGAGCCCTGTGGAGCTTGGGTCTGGGAAAACC 
AGGTGTCCTGGTATTGGGAGAAAGAGACCACAGATCTGAGGATCAAGGAGAAGCTCTTTC 
TGGAAGCTTTCAAAGCTTTGGGGGGAAAAGGTCCCTACACTCTGCAGGGCCTGCTGGGCT 
GTGAACTGGGCCCTGACAACACCTCGGTGCCCACCGCCAAGTTCGCCCTGAACGGCGAGG 
AGTTCATGAATTTCGACCTCAAGCAGGGCACCTGGGGTGGGGACTGGCCCGAGGCCCTGG 

CTATCAGTCAGCGGTGGCAGCAGCAGGACAAGGCG^ 

TATTCTCCTGCCCGCACCGCCTGCGGGAGCACCTGGAGAGGGGCCGCGGAAACCTGGAGT 
GGAAGGAGCCCCCCTCCATGCGCCTGAAGGCCCGACCCAGCAGCCCTGGCTTTTCCGTGC 
TTACCTGCAGCGCCTTCTCCTTCTACCCTCCGGAGCTGCAACTTCGGTTCCTGCGGAATG 
GGCTGGCCGCTGGCACCGGCCAGGGTGACTTCGGCCCCAACAGTGACGGATCCTTCCACG 
CCTCGTCGTCACTAACAGTCAAAAGTGGCGATGAGCACCACTACTGCTGCATTGTGCAGC 
ACGCGGGGCTGGCGCAGCCCCTCAGGGTGGAGCTGGAATCTCCAGCCAAGTCCTCCGTGC 
TCGTGGTGGGAATCGTCATCGGTGTCTTGCTACTCACGGCAGCGGCTGTAGGAGGAGCTC 
TGTTGTGGAGAAGGATGAGGAGTGGGCTGCCAGCCCCTTGGATCTCCCTTCGTGGAGACG 
ACACCGGGGTCCTCCTGCCCACCCCAGGGGAGGCCCAGGATGCTGATTTGAAGGATGTAA 
ATGTGATTCCAGCCACCGCCTGACCATCCGCCATTCCGACTGCTAAAAGCGAATGTAGTC 
AGGCCCCTTTCATGCTGTGAGACCTCCTGGAACACTGGCATCTCTGAGCCTCCAGAAGGG 
GTTCTGGGCCTAGTTGTCCTCCCTCTGGAGCCCCGTCCTGTGGTCTGCCTCAGTTTCCCC 
TCCTAATACATATGGCTGTTTTCCACCTCGATAATATAACACGAGTTTGGGCCCGAAAAA 
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FIGURE 4 



MW: 39743, pi: 6.45, NX(S/T) : 1 

MGVPRPQPWALGLLLFLLPGSLGAESHLSLIiYHIiTAVSSPAPGTPAFWSGT^GPQQyiiS 
YNSLRGEAE PCGAWVWENQVS WYWEKETTDLRI KEKLFLEAFKALGGKGP YTLQGLLGCE 
LGPDNTSVPTAKFALNGEEFMNFDLKQGTWGGD^ 

SCPHRLREHLERGRGNLEWKEPPSMRLKARPSSPGFSVLTCSAFSFYPPELQLRFLRNGL 
AAGTGQGDFGPNSDGSFHAS S SLTVKSGDEHHYCC I VQHAGIiAQPLRVELESPAKS SVLV 
VGIVIGVLLLTAAAVGGALLWRRMRSGLPAPWISLRGDDTGVLLPTPGEAQDADLKDVNV 

I PAT A 

Signal sequence 
1-23 

Transmembrane domain 
297-317 



N-glycosylation site. 
125-128 



Tyrosine kinase phosphorylation site. 

266-273 

N-myristoylation site. 

20-25 
115-120 
148-153 
239-244 
243-248 
255-260 
302-307 



Cell attachment sequence. 
336-338 

Immunoglobulins and major histocompatibility complex proteins signature. 



273-279 



Class I Histocompatibility antigen, domains 
26-97 
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